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NAD', NADP', FAD
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ATP + H,0 ---> ADP + P, + Wa441U 7.3 Kcal/mol

ADP + H,0 ---> AMP + P, + #4414 7.3 Kcal/mol
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AMP + H,0 ---> Adenosine + P, + WA441U 4.6 Kcal/mol (3)
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